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P
> H2BW2 Knockout HEK293T Cells (H2BW 23 K] it B HEK 293 T4H fifd ) J2: it i [\] I} %A Cas9 . H 3L K] sgRNA M puromycindfi P

A, FFSI T H B EICRISPRAFR HEK 293 TAIAE . AU B 3R 1 sk B 28 T7ERE BT . Aigtk 22
BEANf, AR T i% H R A F IR 7T, Br] DUR T i35 A B AR 36 AL

> ZASHEK293T Cells iyl [A]i %35 Cas9. puromycindfi P FE KA1 H 5 K sgRNA 18975 35 B YL HEK 293 T4 i 28 i puromycin i
IR BRI 2 S EHEK 293 TN . ] 45 A 4H i AR IS 15295 25 10 52k 8] e 21 £ O B 14 8 15 ESE K1,
U6 sgRNA EFS  SpCas9 Flag P2APuro
BI1. AR Rk sgRNA L Cas9H puromycinii 14 115995 15 FL 28 ] /37 91 (1) G B 5 2.
> A H R JE B R R © 2l TTERL 96 E .
> BT AL ES CRISPR/CasOH R IR 2 Se 4, 2T CRISPR/CasOBCARIIAS i, Big B P2 2/3 (AL A AL IR
AT E T H BRI RIS, P 13RI R K AE R RS R AR . IR ZAE LN A 212/3 i R H R R ms, o4
PABEATAR 2 16 H I BE R B AP DR IO 7T 1 o G0 2R A5 B ERAR 100%5E DRI S RO A AR, PTT DA A FH A 7= it 20 B ot o2 4 L
BH AL 5 R HEAT 7 B A AR X 97T e AR 55
> YU MR T SEG I, g USR] B 30 I SIS A AT #E [ 4 6 BE 4T i Control Knockout HEK293T Cells (L00020) B #E ] GEP ) % FE 41 ffg
GFP Knockout HEK293T Cells (L00022).
> 8RR FEN R EE T CRISPR/Cas9 47 A ITH2B W25k P i 5 1 5 K2 (L05730 pLenti-H2BW2-sgRNA). 187 #:(L05731 H2BW2
Knockout Lentivirus). HEK293T4H (105732 H2BW2 Knockout HEK293T Cells). HEK293 T b 4 il I RTP A Z4 /iR (L05733
H2BW?2 Knockout HEK293T RIPA Lysate). HEK293T i 5% 41 il [ Trizol ¢ fi# % (L05734 H2BW2 Knockout HEK293T Trizol
Lysate)55 /™ i, FATE7E 25 22 R 0t 25 100 B 57 it ) D0 o AR L 7™ i
> H2BW2IEP A BT
Species Gene Symbol Gene ID GenBank Accession Transcript
Human H2BW2 286436 - NM 001164416
About the gene
Official Symbol H2BW2
Previous Symbol -
Official Full Name | H2B histone family member M
Synonyms H2BM; H2BFM
Location Xq22.2
Gene Type protein_coding
Uniprot ID POC1H6
Pathway/Library Epigenetic Regulators Related Genes Library
Histones are basic nuclear proteins that are responsible for the nucleosome structure of the chromosomal
fiber in eukaryotes. Two molecules of each of the four core histones (H2A, H2B, H3, and H4) form an
Gene Summary octarr}er, aropnd which a?pproximatftly ?46 bp of DNA is wrapped in repeating unit.s, ca.lled nucleosom@s.
The linker histone, H1, interacts with linker DNA between nucleosomes and functions in the compaction
of chromatin into higher order structures. This gene encodes a replication-independent histone that is a
member of the H2B histone family.
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> B R RIMAsgRNAF I HRFA, R T EsgRNAF I, TETETT W 5 & IE M4 M info@beyotime.comZ L. sgRNAJF 515
SR, REEZRBHEVFAIAEHE MBS, WAEEAZET 08NS SR NS, fEH#
TER AR T SCEREE IR, NV B R YA .

> 0TS 2 BB ER T [ 4 PR O % B 3E HEK293T 44 A 1) CRISPR % [Al = B 48 fg ¥ 5E il ,
service@beyotime.com,

> AR T2 N REREERE R, A TR Bsa6yy, AMFH TR RN, AR T EEEEN

> N TR, 5 LR O T E R

fSEFA 15 EA -
1. HEK293TH4HfRIIZ . B KIEFR:

a. AKHEK293T Cells N [ER} 3 H (3£ K sgRNA . Cas9ATpuromycindfi It 118 7 3 B 4 -2 i puromycin i B A1 T7TELSE %€ 1K £ 7%,
FEHEK293 T4 il .

b. AU SRAEAM RS IEER TR B IR S5 R R iz iy 0 AR IAIRE RS (TUK) s — /NI RE 5% 77 ¥ 41 g
B /NI BRGSO ) o O T SR L 52 KR i R PR B B A AR AL, X TR R GRS IR A, T R
DLV I 3085 7 70 40 s R s 8 00 i P b AT I8 5

c. M TTUKIZMBIARFLEM, & TIKCE e, E I EMRE IR, V2 BARRGAE: A MEATIK, HEE
525G R R 56 40 M B VR AR S TN P ORAE A, AT AR E T =i A 5 .

d. USCEIVRAT A0 i 1 R D 5 A kAT 5 7%, CARAA RIS 0 RS TR ERF . W AN AT A, VRA7 40 i T 7E-80°C
SRR H

e. WHEAEL I, AFUH0.5-1ml, TG R60-90%, EIEHEIN6ecmBEFRILF . WG I 57755 R 5
i, TTCAVHAL G R 3. 5emBEFR I, X AR A K22 B o

£ SRR T IRIZ T, HR IR R A e A R IR N BE LR M, SRS S VS TE A N AR AR KORAS
SR 0 2 B R I 85 %1 R AT ARG W RBIF 4R 2, VNG IE TR E T 55 7740 b i B 1 DA B 1 4 i 7
DOMEE . G SRS B IR i B O R B AN, T DA R B SR LR IR B R . R IR IR
W OR BB IR AR SR 7%, FE BAE T CE R IR, OREE — PSRRI, FEIMN— B3 B IR, IR R T DUS &k
BT R R BT 2 7 S B R A K AGE N, BRI R A KRS .

g AU R FRBNDMEM (high glucose)+10% FBS. 5 7ERE 7RI -F NS & 75 8 2 -5E 8 R I W AR I mT RE M40 T 75 4%,
W 7 K75 5 -8 R (100X) (C0222). [FAIE, In N9 FE 1 pg/mlffiPuromycin (ST551) . A& 441895 75 IVHEK 293 T
IR BAAR(S BiE S %293T (AR B 4H) (C6008):  https://www.beyotime.com/product/C6008.htm .

h. WA RE, FE LLE B AR 2250/ ml, SR &R AEFL200p B 2196 FLAR Hh (B L 20.5 41 D), i i B v
B 241 PR R

2. EERENLERE:

a. X TZ M, v LLU#EIET7 Endonuclease I (T7TEDZHAT %55E, HIFEIAMAEERIZHDNA, #EsgRNAJT HI BT 5147)
HEATPCRY 18, SR J5 HEATTTEIRG VI AT LK o0 M7, EARIE S35 38 25 K11 5 [ 41 G 5 53 7 46 771 51(D0508) BT 7 Endonuclease
I (CRISPRAE 2[RI SR 4 58 i) (D7080); ] LIS H MR M HTAR TR . 35 BT CRISPRE: PR B il 2 A3
FANIEEE IR AR, ANIE A I8 qRT-PCRXT H [ R fImRN ABEAT 5 SAG I SR Wi 75 5B 1 B 110 22 D 1 e o3k

b. KT HRRREAA, WSS PCRY 1Y HsgRNASE [ (R 5E K] Fv B G AT 3 00 e 1) 7 QAT 30 AIE , ()BT DAASE FH AR R e
PRHEATRTIN o AR 7= AR AT DA S 10— 20 077 12 B0 ot [ 4T R PR 5 23 A7 256 R w8 14D 455 5 DA B i 42 () R ) 2 D R AF 9

R T KRB R 5

X~ m:
LEERE) I i A R (T3
L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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